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    Abstract  
Numerous studies have been conducted by Indian anthropologists into the prevalence of both consanguineous and affinal marriage.1-3 and
the topic of consanguinity continues to attract great attention among geneticists and social scientists. The strengthening of family relationships
is of primary importance in the preference for close kin unions, with economic benefits an additional consideration. Consanguinity does not
appear to adversely affect human fertility. However, both postnatal morbidity and mortality are increased, with greatest effect so far observed in
the early years of life. With declining mortality and morbidity due to infectious disease, recessive genetic disorders will progressively gain
greater prominence in the overall spectrum of ill-health. This change will be especially obvious in communities which practise consanguineous
marriage, and in small highly endogamous communities where random drift occurs.
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    Introduction  
The population of India is unique in its size and in the level of sub-division, with 15 major languages and six main religions. Within the majority
Hindu community there are an estimated 3,000 major castes, 1,055 scheduled castes and 572 schedules tribes.[4] The Muslim population of
over 130 million is similarly sub-divided into Sunni, Shia, Ismaili and Dawoodi Bohra communities, and biraderis that are based on traditional
social and occupational divisions. The net result is that the national population of over 1,000 million comprises some 50,000 to 60,000
endogamous sub-populations.[5] The profound influence of caste endogamy has been confirmed by genomic analysis of modern Indian
populations which has confirmed the continuing high level of gene differentiation,[6] with marked divisions according to caste rank.[7]
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While caste endogamy is universal, India is sub-divided into two major regions with respect to a preference for, or avoidance of,
consanguineous marriage. The mainly Indo-European speaking Hindu peoples in the northern states avoid marital unions between biological
kin, because of a prohibition on consanguineous marriage believed to date back to approximately 200 BC.[8],[9] By comparison, there is a long
tradition of uncle-niece marriage and unions between a man and his maternal uncle's daughter (mother's brother's daughter) in South India.[10]
Consanguineous marriage is common in all Indian Muslim communities.[11] Variations are, however, seen in the levels of consanguineous
unions contracted in different branches of Islam and between specific communities, and these differences emphasize the important influence
of local and regional customs in the arrangement of marriage contracts.
The overall effects of these various influences are illustrated in [Table - 1] which lists the prevalence of consanguineous marriage reported in a
survey based on 587 villages, conducted alongside the 1961 Census on the advice of JBS Haldane.[1] In some cases the state numbers
sampled were small and and/or unrepresentative, e.g. Rajasthan in which just four villages and a total of 442 couples were investigated, and
Manipur where only Christians were sampled. By comparison, the 1992-1993 National Family Health Survey (NFHS) was planned and
undertaken as a nationally representative survey.[12]
Overall, there was only a modest change in the national level of consanguineous marriage reported, from 12.9% in 1961 to 11.9% in 1992-
1993. In some cases the data were quite discrepant, e.g. Gujarat, Manipur, Rajasthan and Uttar Pradesh, which again was probably due to
the uneven sampling format of the earlier survey, but in both surveys the highest rates of consanguineous marriage were reported in Andhra
Pradesh, Karnataka and Tamil Nadu. The data suggest some decline in the popularity of consanguineous marriage in these three states. The
differences observed may, however, mainly be associated with the different sampling regimes employed. The 1960 survey was conducted only
in villages whereas the 1992-1993 NFHS collected data from both urban and rural respondents, and in all surveys in South India
consanguineous marriage has been shown to be significantly more common in rural areas.[13] The decline in consanguineous marriage in
Kerala does, however, appear to be genuine.
    The genetic effects of consanguineous marriage  
For most purposes a marriage is regarded as consanguineous if it has been contracted between spouses who are related as second cousins or
closer ( F = 0.0156), since the levels of homozygosity in marriages beyond second cousin ( F <0.0156) differ only to a minor degree from those
observed in the general population. As indicated in [Table - 1], at the population level the mean level of inbreeding (a) can be calculated
according to the formula:
where S is the sum of the proportion of individuals pi in each consanguinity category Fi. Composite figures for different Indian communities
and other non-Indian populations have been compiled[14] and also are available at the website http://www.consang.net.
In many well-established communities in South India there is a long and apparently unbroken history of consanguineous unions. Under these
circumstances the cumulative level of inbreeding may be significantly higher than the value calculated for a single generation. A correction can
be applied to account for the effects of ancestral inbreeding using the formula:
where FA is the ancestor's inbreeding coefficient, n is the number of individuals in the path connecting the parents of the individual, and the
summation (ε) is taken over each path in the pedigree that goes through a common ancestor.
For a large majority of clinical studies only the effects of consanguinity in the current generation are considered. As indicated above this may
underestimate the actual level of homozygosity in an individual. However, this decision is taken largely on practical grounds as in many
communities where consanguinity is preferential the family pedigrees show complex pathways of inbreeding that are difficult and very time-
consuming to interpret.
    The influence of consanguinity on reproduction  
An overall assessment of the genetic influence on fertility within consanguineous unions is difficult, as information on early prenatal losses are
usually dependent on maternal recall and the outcomes may be dependent on non-genetic factors, such as maternal age, birth order and birth
interval.[15] Enhanced genetic compatibility would be expected between mother and fetus in consanguineous unions, resulting in an
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advantageous pregnancy outcome because of decreased rates of ABO incompatibility[16], and the clinically more severe Rh incompatibility[17]
and pre-eclamptic toxaemia.[18] Conversely, according to the fetal allograft concept a balanced polymorphism for transplantation antigens may
be maintained in mammalian species by a selective mechanism in which antigenic disparity between the mother and fetus is beneficial to fetal
development.[19],[20]
A comparative analysis of fertility in consanguineous and non-consanguineous marriages has been conducted, based on 30 populations and
including 11 studies from India.[15] At all levels of consanguinity investigated, from F = 0.0156 to 0.125, the mean number of live births was
higher in the consanguineous unions when compared with marriages between non-consanguineous couples, and in the case of first cousin
marriages ( F = 0.0625) fertility was greater in 27 of the 30 populations investigated (p<0.0001). To some extent the higher fertility among
consanguineous couples may be due to their earlier age at marriage and first successful pregnancy,[21] and there also is evidence of
reproductive compensation, i.e. with children who die at an early age rapidly replaced.[15]
    Consanguinity-associated mortality  
Most studies in India have shown that early postnatal mortality is higher in the progeny of consanguineous unions, due at least in part to the
expression of deleterious recessive genes. Consanguinity-associated deaths are largely concentrated during the first year of life,[22] and
multiple deaths have been reported in specific consanguineous families in proportion to their level of parental genetic relatedness[21]. There is
a body of opinion which suggests that, through time, the practice of consanguineous marriage would have led to the effective elimination of
detrimental genes from the South Indian gene pool.[8] As with investigations into the association between consanguinity and fertility, many
earlier studies were hindered by a lack of control for important sociodemographic variables, and in some cases the sample sizes were simply
too small to allow adequate statistical analysis. Where appropriate clinical and laboratory investigations have been conducted, there has been
no convincing evidence of a reduction in the prevalence of recessive lethals in the gene pool.
The most recent representative estimate of consanguinity-associated mortality is based on a multi-national study of over 600,000 pregnancies
and live births, in which 10 of the 38 populations studied were from India.[23] The analysis showed that deaths from approximately the sixth
month of pregnancy to a median age of 10 years were 4.4% higher in first cousin progeny than among the offspring of non-consanguineous
unions. However, even this figure may be somewhat exaggerated as not all of the constituent surveys in the analysis had explicitly included
control for potential confounding sociodemographic factors, e.g. maternal age, maternal education, birth order and birth interval.
    Consanguinity and morbidity  
A comprehensive listing of genetic disorders that have been diagnosed in the progeny of consanguineous couples is presented at the website
http//:www.consang.net. The diagnosis of birth defects may overlap with and reflect late fetal and neonatal survival rates. Also, the data that
are available have been almost exclusively collected in the major cities and the majority of the population remains rural. Therefore reported
prevalence rates may not necessarily be representative of the overall numbers of affected cases.
Congenital disorders,[24],[25],[26] including neural tube defects[27],[28] and congenital heart defects[28],[29],[30] are more common in
consanguineous progeny. Many different forms of autosomal recessive nonsyndromal hearing loss have been reported in consanguineous
families world-wide although the data from India[31] have been limited. By comparison, blindness caused by early onset retinal
dystrophies,[32],[33] primary congenital glaucoma,[34] anophthalmos and microphthalmos[32],[35] have been shown to be present at increased
prevalence in consanguineous progeny. Similarly, both decreased IQ scores[36],[37] and increased levels of intellectual disability[38],[39] have
been reported. Significantly, the prevalence of major infectious diseases including tuberculosis and leprosy are related to the HLA and other
immune repertoires of different castes and sub-castes in South India, with caste endogamy and consanguinity probable contributory
factors.[40]
A wide range of haematological disorders have been reported, in particular β -thalassaemia which occurs throughout the country, a-
thalassaemia that mainly affects population in the north-east, and HbS that is largely restricted to tribal and scheduled caste populations.[41]
There also is an excess of cases of biochemical anomalies including amino acid disorders,[42] glucose-6 phosphate deficiency,[43] mucopoly-
saccharidoses[44] and cerebral lipidoses[45] in children born to consanguineous parents. However, there is a paucity of national or even state
level data for all of these disease states.
A potentially more serious topic which has so far received little attention anywhere in the world is the possible effect of consanguinity on adult
onset disease. Given the extremely high prevalence of premature coronary heart disease in South Asian males, an investigation of recessive
genes as predisposing factors would appear to be warranted. In this respect, greater cooperation between medical researchers in India, and in
countries where there are large Indian migrant communities, could usefully be employed to facilitate joint investigations.[46]
    Discussion  
As indicated in [Table - 1], with the exception of Kerala there is little evidence of a recent overall decline in the prevalence of consanguineous
marriage in South India. It is, however, probable that increased urbanization and the gradual shift to smaller family sizes will impose constraints
on consanguineous marriage in future generations. The excess risk that an autosomal recessive disorder will be expressed in the progeny of a
consanguineous union is inversely proportional to the frequency of the disease allele in the total gene pool.[47] As previously discussed, the
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pools. The smaller the community the greater the probability that founder effect and genetic drift will exert a significant influence on the
distribution patterns of specific mutations. Therefore, even in the absence of preferential consanguineous marriage, genetic isolation often
results in an increased frequency of community-specific genetic disease.[48] This fact is often overlooked, with the consequent general
assumption that the presence of an autosomal recessive disease in a family or community at high frequency must be due to consanguinity.
For example, in commenting on the elevated rates of recessive visual disorders reported in nine states of India,[32] a call was made for the
discouragement of consanguineous marriages as a means of reducing the prevalence of such disorders.[49] Yet [Table - 2] shows that at state
level there was no obvious association between the prevalence of inherited eye disorders[32] and the levels of consanguineous marriage
estimated in the National Family and Health Survey.[12] This would suggest that in states such as Haryana recessive disorders may be
present at high frequency because of founder effect and genetic drift, not consanguinity. However, to investigate whether this is indeed so it
would be necessary to collect data at community level, as specific disease-associated mutations may be unique to individual Hindu castes and
sub-castes, and to Muslim biraderis .
The presence of multiple discrete sub-populations creates substantial practical difficulties in the preparation of disease registers and screening
programmes for specific genetic disorders. On the positive side, once a specific mutation has been identified within a consanguineous
pedigree, case ascertainment in other family members can be greatly simplified.[50] This applies within communities that are effective genetic
isolates, whether or not consanguinity is involved. Thus in a South Indian community it was possible to rapidly identify the causative mutation
for the autosomal dominant disorder familial adenomatous polyposis coli, and to efficiently counsel and test all persons at risk.[51]
It should be stressed that genetic heterogeneity may persist even where a recessive disorder is known to be common within a particular inbred
sub-population, with no guarantee that all affected members are homozygous for the same mutation. In addition, in many consanguineous
isolates there also is the possibility that two or more mutant alleles are segregating within a family, which greatly complicates genetic
counselling.[47]
The total burden of disease in a population can increase significantly as populations progress in economic terms, with the successful treatment
of formerly lethal genetic disorders placing increasing demands on family resources. Thus, although consanguineous marriage may remain
culturally desirable, a major shift in the balance between the social and economic benefits associated with intra-familial marriage and adverse
health outcomes can be predicted. These changes are already underway in India and new diagnostic, counselling and treatment skills are
urgently needed, alongside appropriate community education programmes.[41],[52] Since genetic disease already presents as a major national
problem,[52] it would be appropriate if programmes to determine the most prevalent genetic diseases in different parts of the country and in
different sub-communities were initiated without delay.
    Acknowledgements  
An earlier version of this paper was presented at the Symposium on Community Genetics in Developing Countries , held in the Indian Institute
of Science, Bangalore from January 16-18, 2002. The excellent technical assistance provided by Sheena Sullivan is acknowledged with
gratitude. Generous financial support was received via an Australian Research Council Large grant and the Strategic Research Investment
Programme of Edith Cowan University.
 
    References  
1. Roychoudhury AK. Incidence of inbreeding in different states of India. Demography India 1976;5:108-19.       
2. Roychoudhury AK. The incidence of affinal marriages in different states of India. Demography India 1979;8:211-6.       
3. Singh B, Tyagi D. Studies on inbreeding in India. Hum Sci 1987;36:159-74.       
4. Bhasin MK, Walter H, Danker-Hopfe H. The Distribution of Genetical, Morphological and Behavioural Traits among the Peoples of
Indian Region. Delhi: Kamla-Raj;1992. pp-14-35.       
5. Gadgil M, Joshi NV, Manoharan S, Patil S, Prasad UVS. Peopling of India. In : Balasubramanian D, Appaji Rao N. editors. The Indian
Human Heritage. Hyderabad: Universities Press;1998. pp-100-29.       
6. Majumder PP, Roy B, Banerjee S, Chakraborty M, Dey B, Muhkerjee N, et al. Human-specific insertion/deletion polymorphisms in India
populations and their possible evolutionary implications. Eur J Hum Genet 1999;7:435-446.       
7. Bamshad MJ, Kivisild T, Watkins WS, Dixon ME, Ricker CE, Rao, BB, et al. Genetic evidence on the origins of Indian caste populations.
Genome Res 2001;11:1574-85.       
8. Sanghvi LD. Inbreeding in India. Eugen Quart 1966;13:291-301.     [PUBMED]  
9. Kapadia KM. Marriage and Family in India, 2nd edition. Calcutta: Oxford University Press; 1958. pp-117-37.       
10. Sastri KAN. A History of South India:from Prehistoric Times to the Fall of Vijayanagar. 4th edn Madras: Oxford University Press; 1976.
p-66.       
11. Bittles AH, Hussain R. An analysis of consanguineous marriage in the Muslim population of India at regional and state levels. Ann Hum
Biol 2000;27:163-71.     [PUBMED]  [FULLTEXT]
12. IIPS National Family and Health Survey, India, 1992-93. Bombay: International Institute for Population Sciences; 1995.       
13. Rao PSS, Inbaraj SG. Inbreeding effects on fertility and sterility in southern India. J Med Genet 1979;16:24-31.       
14. Bittles AH. Empirical Estimates of the Prevalence of Consanguineous Marriage in Contemporary Societies. Working Report no. 74,
Morrison Institute for Population and Resource Studies, Stanford University, Stanford; 1998.       
15. Bittles AH, Grant JC, Sullivan SG, Hussain R. Does inbreeding lead to decreased human fertility? Ann Hum Biol 2002;29:111-30.  
  [PUBMED]  [FULLTEXT]
16. Nair RR, Murthy JS. ABO blood group incompatibility and inbreeding effects: Evidence for an interaction. Hum Genet 1985;69:147-50.  
    
17. Stern C, Charles DR. The Rhesus gene and the effect of consanguinity. Science 1945;101:305-307.       
18. Stevenson AC, Davison BCC, Say B, Ustuoplu S, Liya D, Abul-Einem M, et al. Contribution of feto-maternal incompatibility to aetiology
of pre-eclamptic toxaemia. Lancet 1971;ii:1286-9.       The impact of consanguinity on the Indian population Bittles AH - Indian J Hum Genet
http://www.ijhg.com/article.asp?issn=0971-6866;year=2002;volume=8;issue=2;spage=45;epage=51;aulast=Bittles[22/01/2013 9:11:30 AM]
19. Clarke B, Kirby DRS. Maintenance of histocompatability polymorphisms. Nature 1966;211:999-1000.       
20. Ober C. HLA and pregnancy:the paradox of the fetal allograft. Am J Hum Genet 1998;62:1-5.     [PUBMED]  [FULLTEXT]
21. Bittles AH, Mason WM, Greene J, Appaji Rao N. Reproductive behavior and health in consanguineous marriages. Science
1991;252:789-94.       
22. Hussain R, Bittles AH, Sullivan S. Consanguinity and early mortality in the Muslim populations of India and Pakistan. Am J Hum Biol
2001;13:777-87.     [PUBMED]  [FULLTEXT]
23. Bittles AH, Neel JV. The costs of human inbreeding and their implications for variations at the DNA level. Nature Genet 1994;8:117-
21.     [PUBMED]  [FULLTEXT]
24. Centerwall WR, Centerwall SA. Consanguinity and congenital anomalies in South India:a pilot study. Ind J Med Res 1966;54:1160-7.  
  [PUBMED]  
25. Asha Bai PV, Jacob John T, Subramaniam VR. Reproductive wastage and developmental disorders in relation to consanguinity in
South India. Trop Geog Med 1981;33:275-80.       
26. Agarwal SS, Singh U, Singh PS, Singh SS, Das V, Sharma A, et al. Prevalence and spectrum of congenital malformations in a
prospective study at a teaching hospital. Ind J Med Res [B] 1991;94:413-9.     [PUBMED]  
27. Kulkarni ML, Mathew MA, Reddy V. The range of neural tube defects in southern India. Arch Dis Childh 1989;64:210-4.     [PUBMED]  
28. Jain VK, Nalini P, Chandra R, Srinivasan S. Congenital malformations, reproductive wastage and consanguineous mating. Aust NZ J
Obstet Gynaec 1993;33:33-6.     [PUBMED]  
29. Badaruddoza, Afzal M, Akhtaruzzaman. Inbreeding and congenital heart disease in a North Indian population. Clin Genet 1994;45:288-
291.     [PUBMED]  
30. Gnanalingham MG, Gnanalingham KK, Singh A. Congenital heart disease and parental consanguinity in South India. Acta Paediat
1999;88:473-4.     [PUBMED]  [FULLTEXT]
31. Chen A, Wayne S, Bell A, Ramesh A, Srikumari Srisailapathy CR, Scott DA, et al. (1997) New gene for autosomal recessive non-
syndromic hearing loss maps to either chromosome 3q or 19p. Am J Med Genet 1997;71:467-71.       
32. Rahi JS, Sripathi S, Gilbert CE, Foster A. Childhood blindness in India:causes in 1318 blind school students in nine states. Eye
1995;9:545-50.     [PUBMED]  
33. Kumaramanickavel G, Joseph B, Vidhya A, Arokiasamy T, Sridhara Shetty N. Consanguinity and ocular genetic disease in South
India:analysis of a five-year study. Commun Genet 2002;5:182-5.       
34. Panicker SG, Reddy ABM, Mandal AK, Ahmed N, Nagarajaram HA, et al. Identification of novel mutations causing familial primary
congenital glaucoma in Indian pedigrees. Invest Ophthal Vis Sci 2002;43:1358-66.       
35. Hornby SJ, Dandona L, Foster A, Jones RB, Gilbert CE. Clinical findings, consanguinity and pedigrees in children with anonphtalmos in
southern India. Dev Med Child Neurol 2001;43:392-8.     [PUBMED]  
36. Agrawal N, Sinha SN, Jensen AR. Effects of inbreeding on Raven matrices. Behav Genet 1984;14:579-585.     [PUBMED]  
37. Afzal M. Consequences of consanguinity on cognitive behavior. Behav Genet 1988;18:583-94.     [PUBMED]  
38. Sinclair S. Familial mental retardation and parental consanguinity. Ind J Med Res 1972;60:1718-23.     [PUBMED]  
39. Madhavan T, Narayan J. Consanguinity and mental retardation. J Mental Defic Res 1991;35:133-9.     [PUBMED]  
40. Pitchappan RM. Castes, migration, immunogenetics and infectious diseases in South India. Commun Genet 2002;5:157-61.  
  [PUBMED]  [FULLTEXT]
41. Mohanty D, Colah RB, Gorakshakar AC, Nadkarni AH, Phanasgaonkar SP, Shetty S, Ghosh K, Mukherjee MB. Genetic disorders in
haematological practice in India. Commun Genet 2002;5:197-200.     [PUBMED]  [FULLTEXT]
42. Appaji Rao N, Radha Rama Devi A, Savithri HS, Venkat Rao S, Bittles AH. Neonatal screening for amino acidaemias in Karnataka,
South India. Clin Genet 1988;34:60-3.       
43. Ramadevi R, Savithri HS, Radha Rama Devi A, Bittles AH, Appaji Rao N. An unusual distribution of glucose 6-phosphate
dehydrogenase deficiency from the South Indian population. Ind J Biochem Biophys 1994:31:358-60.       
44. Radha Rama A, Appaji Rao N, Bittles AH. Consanguinity and the incidence of childhood genetic disease in Karnataka, South India. J
Med Genet 1987;24:362-5.       
45. Christopher R, Nalini A. Cerebral lipidoses in patients with progressive neurodegeneration: a study from South India. Commun Genet
2002;5:186-91.     [PUBMED]  [FULLTEXT]
46. Bittles AH, Savithri HS, Appaji Rao N. Community genetics in developing countries. Commun Genet 2002;5:151-2.       
47. Bittles AH. Consanguinity and its relevance to clinical genetics. Clin Genet 2001;60:89-98.       
48. Appaji Rao N. Genetic consequences of inbreeding in a large human population. Proc Ind Natl Sci Acad 1991;B57:361-8.       
49. Sandford-Smith J. Childhood blindness in India. Eye 1995;9:v-vi.     [PUBMED]  
50. Ahmed S, Saleem M, Modell B, Petrou M. Screening extended families for genetic hemoglobin disorders in Pakistan. New Engl J Med
2002;347:1162-8.     [PUBMED]  [FULLTEXT]
51. Savithri HS, Venkatesha Murthy HS, Baskaran G, Appaji Rao N, Kool D, Edkins E, et al. Predictive testing for familial adenomatous
polyposis in a rural South Indian community. Clin Genet 2000:58:57-60.       
52. Verma IC, Bijarnia S. The burden of genetic disorders in India and a framework for community control. Commun Genet 2002;5:192-
196.     [PUBMED]  [FULLTEXT]
    Tables
[Table - 1], [Table - 2]
This article has been cited by
1 Consanguinity mapping of congenital heart disease in a South Indian population
McGregor, T.L., Misri, A., Bartlett, J., Orabona, G., Friedman, R.D., Sexton, D., Maheshwari, S., Morgan, T.M.
PLoS ONE. 2010; 5(4): art -e10286
[Pubmed]
2 Effect of inbreeding depression on growth and fluctuating asymmetry in Turkish young males
Özener, B.
American Journal of Human Biology. 2010; 22(4): 557-562
[Pubmed]
3 Cytogenetic analysis of 1400 referral cases: Manipal experienceThe impact of consanguinity on the Indian population Bittles AH - Indian J Hum Genet
http://www.ijhg.com/article.asp?issn=0971-6866;year=2002;volume=8;issue=2;spage=45;epage=51;aulast=Bittles[22/01/2013 9:11:30 AM]
Rajasekhar, M., Murugesan, R., Rekharao, Shetty, H., Jyothirao, Gopinath, P.M., Satyamoorthy, K.
International Journal of Human Genetics. 2010; 10(1-3): 49-55
[Pubmed]
4 Congenital malformations in Assam
Dutta, H.K., Bhattacharyya, N.C., Sarma, J.N., Kusre, G.
Journal of Indian Association of Pediatric Surgeons. 2010; 15(2): 53-55
[Pubmed]
5 The frequency of consanguineous marriage in Eastern Turkey
Akbayram, S., Sari, N., Akgün, C., Doǧan, M., Tuncer, O., Çaksen, H., Öner, A.F.
Genetic Counseling. 2009; 20(3): 207-214
[Pubmed]
6 Screening of the RPE65 gene in the Asian Indian patients with Leber congenital amaurosis
Mamatha, G., Srilekha, S., Meenakshi, S., Kumaramanickavel, G.
Ophthalmic Genetics. 2008; 29(2): 73-78
[Pubmed]
7 Possible risk factors for Down syndrome and sex chromosomal aneuploidy in Mysore, South India
Malini, S., Ramachandra, N.
Indian Journal of Human Genetics. 2007; 13(3): 102-108
[Pubmed]
8 The East Indian Diaspora in Costa Rica: Inbreeding avoidance, marriage patterns, and cultural survival
Madrigal, L., Ware, B., Hagen, E., Blell, M., Otárola, F.
American Anthropologist. 2007; 109(2): 330-337
[Pubmed]
9 Ancestral consanguinity and mortality among three endogamous populations of Chittoor District, Andhra
Pradesh, India
Reddy, T.P.K., Reddy, K.K., Reddy, P.G.
Human Biology. 2007; 79(4): 413-425
[Pubmed]
10 Parental consanguinity increases congenital heart diseases in South India
Ramegowda, S., Ramachandra, N.B.
Annals of Human Biology. 2006; 33(5-6): 519-528
[Pubmed]http://www.bioline.org.br/showimage?hg/photo/hg02010t1.jpg[22/01/2013 9:15:49 AM]http://www.bioline.org.br/showimage?hg/photo/hg02010t2.jpg[22/01/2013 9:16:51 AM]